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Decoding the Immune
Response to COVID-19

Adaptive Biotechnologies and Microsoft are working together to provide the
largest, real-time view of the adaptive immune response to SARS-COV-2 via an
open database called ImmuneCODE™
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Data from ImmuneCODE is being made freely available to
the global research community to develop better
diagnostics, vaccines and therapeutics for the virus. The
open data is being used to power:
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